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1. Sequences Regions of Interest ROI Overview 

To get DNA sequence around interested CpG site, the assembly of genome reference 

consortium human Build38 (GRCH38 or hg38) was used in the assembly. The GRCh38 

assembly offers an "analysis set" that was created to accommodate next generation 

sequencing read alignment pipelines. Some common features were used and applied to all 

amplicon. Small letter is for repeat sequence and capital letter is unique sequence. Dark grey 

means, regions not covered by target sequencing amplicons and Light grey indicates region 

of interest. The methylated CpG sites were coloured in red and underlined CG.    

 

Region of Interest (ROI) ID 
Number of Amplicons that 

passed QC  

ZC3H12D 

BCAS4 

AHRR 

NPTX2 

EDARADD 

EDARADD_promoter-2 

TOM1L1 

TOM1L1-2 

GRIA2 

GRIA2_Promoter-1 

TRIM58 

KCNQ1DN 

ITGA2B 

ASPA 

PDE4C 
 

5 

2 

1 

2 

1 

1 

1 

2 

1 

2 

3 

4 

1 

1 

1 
 

 
 

Total 28 
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1.1. ZC3H12D 

1.1.1.  QC Data 

 
 
1.1.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr6:149491968-149492901 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

GTTGCTTCCTAAGTCTTTCCTCTATCTGAAAATAGAGATGTTTCAGATTATCTGGGTATCGATCTGTGAATTGAG

ATTCCAGTGACGTTTGGGCCTTCTTTTCCTTCCGTAGCAATTTCTTTTAACTTTGCTGTATTCTCAGTTTTCTTC

GAAAAGCAAAGCCTTGTCCCTTGCGAACGCTCCCCACGAAGGCTTGCGGGTGGTTAGGCCGCCATGTCTTCTGTT

TCACATTCTTATTCCTGTACCCGAACGTGGAAACCCCTTCACCACGCACCTCAAAACCACCAGGCCGCCACTTCG

CCGCCCGCCTCACCGGCACCATTGCAGCCAACTAACTGCGTCATCGACATGGGGttttcttttcttttttttttt

tttttttgagacggagtctcgctgtcgcccaggctggagtgcagtggcacgatctcggctcactgcaagctccgc

ctcccgggttcacgccattctcctgcctcagcctcccgagtagctgggactacaggcgcccgccaccacgcccgg

ctaagtttttgtatttttagtagaggcggggtttcaccgtgttagccaggatggtctcgatctcctgacctcgtg

atcagcccgcctcggcctcccaaagtgctgggactacaagcgtgagccaccgcgcccggccgacatggggttttc

ttatgttactcaggctggtctcgaaggcctggcctcaagcaatcctcccaccttggtctcccaaagtgctgggat

tataggtgtaagccacgatgtccaaccTTGTtttaagtcaccctgcttatggtagtttgttgtgacggtcctagg

aaactaatacaCCCTTCAAGCCCACAAACACTTTCCCTCAGAGCTCTTAGTTGTGATAACCATTTACTCACAGCT

AAGCACATTCTCGCTGTCTAATGAGAAGACTGTG 
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1.2. BCAS4-2 

1.2.1.  QC Data 

 
 
1.2.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr20:50794665-50795805 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

GAGGGGTGGCTTGCCCcaatagttctcaaatttagctttgggtcaacaatctggttggaaccacctaacaaacat

caaaagatcctgatgcccaggtcttaacccagagacggtgtggtccaggcttgggaaattctaaaagagctccag

gtgactgccatctgcaagcgagtttgcaaagcactgATGCCCAGGTGCTGCGGGGGCGGGCGCAGCGCGCGCCGC

TCGCCACTGGGTGGCGCTGCCCGCTCGGCCCGGCGCTCCTGGAGCTGCGAGCCGCGACCGCCGGGAGCGCACCTG

CCCCGCCTCCGCCAGGCGGTCCGCGGGGCATGCAGCGGACCGGGGGCGGGGCTCCGAGGCCCGGGCGCAACCACG

GGCTCCCAGGCAGCCTCCGCCAGCCGGACCCCGTCGCCCTCCTGATGCTGCTCGTGGACGCTGATCAGCCGGAGC

CCATGCGCAGCGGGGCGCGCGAGCTCGCGCTCTTCCTGACCCCCGAGCCTGGGGCCGAGGTAGGGGACGGGGCTG

TGGAGTTGGAGGAGAGGGTTCTCGCGGTTAGGGGTCCGGGCTCCGGACCCTCGGCTTCCCCGGAGCATCCTCTCG

CTCCCGGAGTGGGGGGCCCGGGGATTCCCCCCTTCCTGAAGGGTGGCTGCGGGGCGCCACGCAGAGATGTGCAGC

GGGTCGTCCCTGCTCGCTCCTCCGGGCGACACCGGGCCCCGGAGGCCCAGGCTCGCTTTCCCTCCCCACCCGGGT

CCCCCAGCATCCGCCGGGTCCTCAGGCGCCGCCCTTTGCCAGGCCGGCCCTGGGAGAGGCGGACCCCGGGACCTC

TGCTGCCCCGGCTACCTCCGAGCGGTGCCCGGGCCGAGCGGCGCCTCAGGCTGCGGCTGTGCGGGCCGCGCTGCG

CTGCTGCAGCTCGGAGCGAAAACACCACGCCTCTGTCTGCGCTTTCTATTTTAAAAGCACCAAGTGAAAAGCAGA

TCTAAAACGAGACCCTCTACCTTCCGGCTGGAGGCATCTGTCGACGCTGTTGTGAAAAAGTTATTTGTCTGAGTT

CACTAGGAGTTATTTACGGTCAGAAATTCAACCCATTCTCTTTTTAAACCACAAAAGCAGTACAGGAGTATTTAA

CATAAAGGCTATGCAC 
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1.3. AHRR 

1.3.1.  QC Data 

 
 
1.3.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr5:373063-373462 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

AGTGAACTCTGCAGCCGTGGGCGGACGGCTGGTAATGGCCCTGAGACTCTCCAAGGTGGCTGAGGTTCTGCGCGG

TTGGCAGAGTGCTGGCAGGACACAGGGGTTGCCCAGGCTACAGATCCGGGTTCAGGCCCAGCCGTGGGGACTGTT

CACCTCTGAGAGGGCAGCCCTGCCCCGCGGCCCTGGCCCTGCCCTGCACCCGGCTGGGTCTCATCTGACACGCAG

CCTTCCAGCCTCTCATTGCCCGAGGGGTGGGCCCTGGGAGTGGTCCTGGCAGGGCCCCTCTCTGCAGACCCTGCG

GGACCAGCAGGCCGGGCGGTGGCTGGGAGGCAGGGGACAGGTTGGCCTCTGCGGTCTTGGAGGCACAGAGCTCCT

CCCGCCCTGGGCCTGTGGCCCCCTC 
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1.4. NPTX2 

1.4.1.  QC Data 

 
 
1.4.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr7:98616285-98617284 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

ACAAATTTGCTCCTGACTTTTGGGGGTTTCTGCTCATATCTGCTGTCTCCAAGAAGCTGAGGGCAGTGGCCTCAC

TTCGAGGAAGTGGTGACACTGCGGGCCCTCCTGGTTACAAGGACCGGGCACTGTTGGACCACGTGGCTCCATCAT

GATGACTCCAGTTAGATGTCACCCCGCCCCTGAGCTCAGGTCTTGCTGAATAAGGTCACCGCCCAGGGGGCAGTC

GATGAACACGCGCGCGAGGGCTCTGCGAGTGGCCTCGTGACTTTGTCCCTAACTCCGGGTGTCCCCTCCTTCCCA

TCAGCGTCCGGCGCCTGGTCCTGGTCCCGGTCCCCGAGGCCCCCGGGATTCTTCCCGAGCGTTTTCCGAGTTGGC

GCGGGGGGTGGAGGCGGGGCCATGGAGCGCGTCCCGGGGACCGTTGCATCCGGAGGCGGCCGTCGTGCGGCTCCT

TCCCGCCTCGAGAGTGAGGTGGCCGGGCCTTGACGAGAAGGCCCACGCCTGCCGCGGGGGTGGCTCGCGATGGCA

GTCGGGGTTCGAGTCCCGCCTGGGGGGCTGCTCCTGCTGGAGAAAACGCCTCCCTGAGGGCGGCGGCAAACGCGC

AGCGAGGCCCCGTGCCGCGCCAGAAGCCACCCTGAGAAAGGGGCACCGGGACACCGAGGGGTTCCCACTTTCTCC

TCAGCCTGTGACGCCCGCGTCCTCGGGTGGGTTCGAGGGGCGCCTGGGCACGGCCAGCCGAGGCTCTCGAGAGCC

CCAGTGTCGTTTTCCACCTCAGGCCTCCTTTCCTGAGGCAGAGCCCGGGACCTCGCGCTCTCGCCTCAGGCTCCG

GCCCACGCTCCCGCCCGGCCGCCAGGCGCGCAACGGAAAGCGCcccCGcccCGcccCGctcCGcccACTGCGTGA

CGCGCACCCGGCCGAGCCAATCAGAGCTCGTGGCGCGCGCCCCACACGCCGGCCCCCTCCGCCCCTCAGCTTAAG

AAAGGGCGCGCGGACCCGGCAGGCC 
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1.5. EDARADD 

1.5.1.  QC Data 

 
 
1.5.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr1:236394183-236394603 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

ATTCCATCTCCATGAGAAGTACAGAAAGAACCACAAACCAAACCTCCAAATTGATTCTAAGATAAAATACCCTTA

AAAAAAATTTCCCTTCCTATCCGAAGGCAGACCAAGAGGAAGTTTATCCTCCCACCTACAAATTCCCCAGAGAGC

TTTCATCTAGAAGGTTTGACTCTGGCCAGACAACCAGCGAGCATCTTCTCGCAATCTGTTGCTTCTTCCATGGCA

AACTCCAGAGAATTAAGAAGCCAAACTCAACATCGCCATGGGCCTCAGGACGACTAAACAGATGGGGAGAGGCAC

TAAAGCTCCTGGTCACCAAGAGGGTATGTAGGCATTTGCTGTCTTCCTGGATTTCTCAGAGCTGAGTTTTTAGCC

AGAGGTTGCTTATTTACGATAATTCTTGGATATATTATACACTAAA 
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1.6. EDARADD Promoter-2 

1.6.1.  QC Data 

 
 
1.6.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr1:236394960-236396236 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

CCTGGAGGTCATGTAGTAACTAATGCCAAAGAAAAATCAAAATAGAAAGTACCAGCGTGTGCCATCATGCAGCGG

CAGAGCCTGCTTAAAGATCAGGAAATTTGTCTAAATATCAGATCGCCGGCGGGCATCTCAGCCCAGGCCTGTGTA

AGGGGAGTTCTGGTGTCTCAGCTGAGGGCGTGAGTAGGGAGCCAGGAAAGCGACCCGCGACTGCAGCCGTTTCTT

AAGGCCAGTCCTTCGCTCGCAGTCTGTCCCGGGCGGCAGTCGTGTCAGCCCCCCGCTAGGACCCGCCCAGGGGGA

CGTGGGTACCGGGCAGGACGCGCGCTCTGGGCGCTGGGGACGCCCGGGACACTCGGGGCCCCGCCTTGCGTCCCA

GCCCCGGGTCGCGGCACCCCGGCTCCCGCCCCGCGCCTCTGGAGGGAGGTACCGAGGGACGCGCAGCGAAGGGGC

TTTGCTAATTGCCAAAGCAGGAAGTGAGCTCGTggaagaagCGaaggaggagaagaagaagggaggggaaggCGg

aggaggGCAGGGGCGCGCAGAGCCACGGTTTGCTCCAGGCGCGTCGGAACCGCAGGACTTTTCATCCCCGTGGTC

CCACGGTCCTCCCGCGCCCCGGAGGCCTGCCAGCCCCGCTCGGACGCTCGTTTGCCCCTAACCCGCCGCCATGGC

TTCACCGGACGACCCTCTGCGCGCAGGTAAAGGGACACAGCGCCGCGCCCGCTCCTGGAGCGAGCACCGCGGGGC

GGGAGCTCGGGAGGCGCTCGCAGCAGCCGCAGGGCTATCGAGGCCGGGCCTCGGCGACCCCCGAGGGAGGCCCGG

GAACCACCCCCGACCCAGGCGCCAGACCCGGAGTCGCACGGGGCTCCCAGTCCAGCCCCGCGAGCGGCTGCTGAC

CGCCCCTCCCGCGCTCGCCAGGGCCCCTGCCCCGCGTCAGCCACCGCGCGCCTTCCCCCTGCCCATGCCGCAGCC

CCCGTGGCTTTTGTTCTGGACTCGGGATGCCAGGTTGAGACACGTCCTGCAAACCTCTGGCAGAAATGGGCGCAA

GGGGGTGGATTTCGTTTTCGCCTCCCGGGCTTTTTCTTTCTCCCCGCTCACATGCCTTCTCATTACTCCTCTTCC

TCTCTCCCATTGCACTTTGATGAAATGGTTTTGTCTGTCTAAACATTGGCCCTCGGAGCTATTTCATCAGATAGT

ATCCGCAGAATCGAGAGGCGGATCCCACCTGTGGGATCCCATCTGTGATTAGAATGGCCTCTAGTTCTGTCTTTA

TT 
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1.7. TOM1L1 

1.7.1.  QC Data 

 
 
1.7.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr17:54901012-54901432 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

AGTTAGTCCAACTTGAAAAAATTATTCCCCTCCCCCCGCAACTTTCCCAAGGCACCCGCATTCCACCCGGCCCCC

TTTCGTCGTTTCCTTCTTGGCCAACTCACTGTAGAACCTCAGTCCTCAAAAATGTACCTTCCTTTCGATGCCGCC

TGGGGAGTGGAACCAAACAGGTGAACCGCGGGAGTCAGGCATGGAGTGTTTGGGCCTCCACGAGGAGACACCAGA

AACTTCTCGGTAGGGGAAGttattcctaaaggcacattctccagggcacggtattgttatgcccgttttacagat

cagaagaggaggctctgggagactaagtgatgtggccttactgtgaggggcaggtctccccaaaccagttttctc

tagtgccaagCTTATACAACCTGGATTACTTTTCTGGGTAAACAAA 
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1.8. TOM1L1-2 

1.8.1.  QC Data 

 
 
1.8.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr17:54900306-54901146 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

caccgacataatcggttacgtccttcccttaattctcataattctgaggtttgtgttattaaccccctattatct

ttggtctacccagggcagccaaagaggcgcagagaagaatgacaaggtgcccagcaagcggcaggatcaaagcct

gggtctctaattcccaggcTGGAGATTCTGGGCTGCCTGCTCCTCCTGCACGGGGCGAAAAGCCCACCTGGGATC

CGAGCGGGCGGCCGCGCCACTCTCGCAGGCTCCATACACCCGCCACTACCCGCCTGTACCACCTGCAGCCGGCAG

CGCAGCCTCCTCGCGGGTCCCGCAGGGCGCGCTGCAGGTGCGCTGGGCGTCCCGAAGCcccgccctcgcgtccct

gccccgcgcccagctcctcacgctcggtgcccgcgccccgcagcggcagcgcAGAACGCACCGCCTCTGCCAGAG

CCCGGGAAGCGCTCGGGCGAAGAGGAGGAGCCAAGGGTACCGAGCGGGTGGAGTCGGGAGCCGGAGAGCGGTGGA

GGCGGATTTCCTGGGCCCGGCCCTCTGGCGCTACCATGGCGTTTGGCAAGAGTCACCGGGATCCCTACGCGACCT

CCGTGGGCCACCTCATAGGTAAGGAGGCGCGGGGAGAGACGCCCAGGCAGGCAGGGGACCGTGGGATCCTTTCCT

GCTTGATCCATTCTCGGCCTGCAGAGGACGGAGTTAGTCCAACTTGAAAAAATTATTCCCCTCCCCCCGCAACTT

TCCCAAGGCACCCGCATTCCACCCGGCCCCCTTTCGTCGTTTCCTTCTTGGCCAACTCACTGTAGAACCTCAGTC

CTCAAAAATGTACCTT 
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1.9. GRIA2 

1.9.1.  QC Data 

 
 
1.9.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr4:157220152-157220947 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

GGATGACAGGGCTTCTGTATTGCTAAATGGGTTTTCACAGGAGATGGAAGATAAAAATCAAAATTATTTGTAACG

TAAGACAGCAGGGCCTGGTGAGAGGACGCTTCGCCGCCAACAATTAGCAATTCGGCTTCTACACAGCAGCCGGAG

ATCAGCTTTGCTGCATTTGGTCCAGGTTGGAGCATCTCCGCAGCAGCTGCAACAGCCGCACGAAGGTAGCTCCGG

GCGGGGAGCGAGGCGCTGTCCTCGGTGCTGAAAGGCCGAGGCGCGCGGTGGGCGCGACAGCCCCGGAGACCCGAG

GTCTCGCGGAGGGACAGCGGCTACGGGCCCCGAGCTGTGCTTTCTCAGCGCCGCGCACGCGACGCGTCCACGGTG

GTGCGGGGTGCCGGGCGCCGTGCGGGGGAGGGGGCGCGCGCTCCCGCCTCCTGCCGCGAGTCGCGCACGCGCGCC

CGGGACTGCCTGCCCctctctgtgacttgcctgtgtgtgtgcgtgtgtgtatgtgtgtgtgtgtgtgtgtgtgCG

CGCGCGCGTgagtgagagaggagagagggagaagagagcgcgagagagggtgagTGTGTGTGAGTGCATGGGAGG

GTGCTGAATATTCCGAGACACTGGGACCACAGCGGCAGCTCCGCTGAAAACTGCATTCAGCCAGTCCTCCGGACT

TCTGGAGCGGGGACAGGGCGCAGGGCATCAGCAGCCACCAGCAGGACCTGGGAAATAGGGATTCTTCTGCCTCCA

CTTCAGGTTTTAGCAGCTTGGTGCTAAATTGCTGTCTCAAAATGCA 
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1.10. GRIA2 Promoter-1 

1.10.1.  QC Data 

 
 
1.10.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr4:157220053-157220884 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

ATCCTGGCTACATCCCATGAAGCCCAAGTGCACAATTTTGGAATATTTCCTCCACGGTGCTTTGCTTGCTTGTTT

GCTTTCGGCTGGGTCAGGTGAGGAGGATGACAGGGCTTCTGTATTGCTAAATGGGTTTTCACAGGAGATGGAAGA

TAAAAATCAAAATTATTTGTAACGTAAGACAGCAGGGCCTGGTGAGAGGACGCTTCGCCGCCAACAATTAGCAAT

TCGGCTTCTACACAGCAGCCGGAGATCAGCTTTGCTGCATTTGGTCCAGGTTGGAGCATCTCCGCAGCAGCTGCA

ACAGCCGCACGAAGGTAGCTCCGGGCGGGGAGCGAGGCGCTGTCCTCGGTGCTGAAAGGCCGAGGCGCGCGGTGG

GCGCGACAGCCCCGGAGACCCGAGGTCTCGCGGAGGGACAGCGGCTACGGGCCCCGAGCTGTGCTTTCTCAGCGC

CGCGCACGCGACGCGTCCACGGTGGTGCGGGGTGCCGGGCGCCGTGCGGGGGAGGGGGCGCGCGCTCCCGCCTCC

TGCCGCGAGTCGCGCACGCGCGCCCGGGACTGCCTGCCCCTCTCTGTGACTTGCCtgtgtgtgtgcgtgtgtgta

tgtgtgtgtgtgtgtgtgtgtgCGCGCGCGCGTgagtgagagaggagagagggagaagagagcgcgagagagggt

gagtgtgtgtgagtgCATGGGAGGGTGCTGAATATTCCGAGACACTGGGACCACAGCGGCAGCTCCGCTGAAAAC

TGCATTCAGCCAGTCCTCCGGACTTCTGGAGCGGGGACAGGGCGCAGGGCATCAGCAGCCACCAGCAGGACCTGG

GAAATAG 
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1.11. TRIM58 

1.11.1.  QC Data 

 
 
1.11.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr1:247856829-247858150 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

agtgagccgagatcgcgccaccgcactccagcctgggcgacagagcgagactccctctcaaaaaaacaaaaacaa

aaacaaacaaaCAAAGATGGAAGGAAGGAGGGAATTTAGCAATTCTCCAGATCTACTGCCAGTGAAAATAGCATA

TGAGGAGGGATTCCAGTTAGAAATGCCCAGTTTCCTGGGTGTGTGTGTGACGGGGGCGGGGAACCACAACGTTAA

TTTTATCCCCGACATAGGGAGCGCCTGAGTGGTGGCTTTTCACCGGGTGTGGCTCGTCTGAGCTCTTGAACTGAA

GCCAGCGGACACCACCCGTCGGCGCCTGCTTTCCTGGGGCGTGGGCTCCTCCCCCTGTGCAGACCGCGAGGGGAG

ACGGTGCGGGCGGCCGGGAGCGCAGCCCTCCGGGAGGCGGGTCATGGCCTGGGCGCCGCCCGGGGAGCGGCTGCG

CGAGGATGCGCGGTGCCCGGTGTGCCTGGATTTCCTGCAGGAGCCGGTCAGCGTGGACTGCGGCCACAGCTTCTG

CCTCAGGTGCATCTCCGAGTTCTGCGAGAAGTCGGACGGCGCGCAGGGCGGCGTCTACGCCTGTCCGCAGTGCCG

GGGCCCCTTCCGGCCCTCGGGCTTTCGCCCCAACCGGCAGCTGGCGGGCCTGGTGGAGAGCGTGCGGCGGCTGGG

GTTgggCGCGgggccCGgggCGCGgCGATGCGCGCGGCACGGCGAGGACCTGAGCCGCTTCTGCGAGGAGGACGA

GGCGGCGCTGTGCTGGGTGTGCGACGCCGGCCCCGAGCACAGGACGCACCGCACGGCGCCGCTGCAGGAGGCCGC

CGGCAGCTACCAGGTGAggCGcccccCGgCGggggctgCGggCGcTGCGGTGACCGGGAAGCGGGCGACAGTCCG

GAGCGGAGCCGCCGAGGCCACCCGTCTCCTGAGCGGCTCCCACGGCCGCTCCCCCCACCGCGCGCCGTCCCCCCC

GCCCACGCGGCTCACTCAGTGTGGGTCTCTTTGCCTTGGCTGTGGTAACCCCCTTTGCGACACACACCCATTATT

TTACACCGTCCGCCCCTCCCCCAAGCACTCTCCTGTCGTCGAACTCGCGCTGGGCTGGTTTCTCCCGATGCGGAT

AGTCTGGTCCCTCAGCTGGGCTCTGGTCGGGAGGGCTGTGTGGTCCAGTTCATTCTTGGTAACAATTGTACGTCT

ATATCGTAAACTTGCCATAATAATTCTCATTTGTGCAATGCTTTGCTTTTGCACAGTGTTTACATTAAATGAGTG

TTGTCAGCAAAGCAACCCTCGGGTTTGGGCGTTGTTAAGAAGAGTGT 
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1.12. KCNQ1DN 

1.12.1.  QC Data 

 
1.12.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr11:2868833-2870307 5'pad=0 3'pad=0 strand=+ 

repeatMasking=lower 

CGCCCCCACAGAGCCACACCGTGACCCTCGGAGGCACCCTGAAGCATAACTGGGCCAACCGTGCCTGCAGGAAGC

CCCTTTGTTCCTCCTTGGGGCCCCAGAGCACCTGAGTGAAAGAGTCTGAGACCGGAGGGGCAGCCAGAGGGGGCC

CTGGAGGGAGGCGGAGGGACCCCCTCCCTGGGCCAGCCAGGCCAGCGTCTGCCAGAGTCGCTGTTGCTAAGTCCT

CTTCTTGCAGCCTGGGGATCCCAGAGGACCCCGGCCCAGTCCATCAGCTGGGCTGGGTCTTTAATATTTAAAGAG

CTCTCCCGGACATTTCAAGAACTCCCCGACACGATTTTCTGTGATGCGTGGGCTGTCGGGACATCTGTCTTCTAT

ACCTAATAAAGTCGCCCGACGCAGAATGAACTCCTCGGCATCGCTTTGAATCCGGGCTCACATATGGTTGCTAAT

TAGCTGGCTATCTCTTGGAGTTAAATGATTTTTTTTCTCGCCCCGTTCGCATCCATAATAGACGCGAACAGAGTC

GTGATTGTTCCCTGTTGCGGGACATTCTGCGCCTGAATGAGCGGGGGCTGCTGTGTCGACGCGGATTTGCCATAT

GGTTGCGCGGAGCCAGGAAGAATGGGCCCCTGTGTGTGCGACCGGGACGCAGCGGCGCGGGCCGTGCCAGCCGGG

CGGAGCCGGGTGCCCGACGGCGCAGGACGAGCGGGCGCAGGACGAGCGAGCGCAGCGGGCGCGGGCGCACCGTCG

GGGCGCGGGGACCCCGAGGGCCAGCGGAGCCGTGCTGCGCGCAGGGATGGACGCTGGGCGCCCAAGGCCCGTTCC

CGTggacaggCGCGCGgagggcagcaggacCGatgcacCGaCGgaCGcacCGaCGgaCGCGCGgacagatgCGCC

GACCGCAGGCTCTCCCGCCGTCCCGGGGCCGTCGTGCCCGTGCAGGCCGCGAGCAGCGGCGGGGCCGGCTCTGCG

GCTGCAGCAGCCCCATTGTGAGGCCGGCGAGACAATGGGCGGCCCGAGGAGGCACCTGCTCGCCTGAAAGGCCCA

TAAATCGCCGCCGCGTCCAGCTGCCTTCCCGCCCCTCCCCGCGGACCCGCTAGCGGGAAGCGCGGCCGCGGCCGG

GAGGGGGAGGCTCGGTCCGACAGTCGGGCAGGGCCGCCTGGGCCACCGCCGCGCGCTCCCTCCCGCCTGGGCGCA

GCTGCCCGCACGCCCCGACGGGAGCTGCGCCCAGCCTCCCCTCTGGAGTCGGCGCTCCAGGCTGCTGCCCGGCCG

GTGGCCAAGGCCCCAGCACCACCGTCCCTCCTGCAGGGCATCCAGCACCTACCCTTCCACTGGGCGGCTCCTGGT

TCTGGTCCCGGCTGGCTCACTCAGGCTGCCTTTGGACCAGATTCTTGAACTTTTCCACCAAGGATGTTGCTGCTG

TTTGTAGCGTCGGATCCTGGAAAATCGCTGTGTTGGGGAGCAGCAGGCTC 
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1.13. ITGA2B 

1.13.1.  QC Data 

 
 
1.13.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr17:44390160-44390559 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

CTAGGTGGCAAGGAGATTGGGGATAAAGTGGAGTTATTCCAGGGAATTTTGACTCACAGTTTCTGAGATTATGCA

TTAGCTGTTCAGTTGAAGGTAGGCCCTCAATCCTTTTTGGGTGATGGAGCTCTTTAACCATTAAGACTTGATTCT

GGTTGGGGGCTTTGCCTAGGGGAGCCTTCCCTGACTCCTCAGGCTGGCCGCGTGGGCTAACACACGTAGGCACAG

CATTGAGCACACTGTTTACTCTTGGTCCGTTCACAGGATTGTGTAAATGAGTCCCTTGGGAGCAAGGCTCCTTGC

TACAGCCCTAGAGACTACCCAAGAGTCCAATGTGTAGTACGTGTATTGCTGAAAGACTGGATGGAAACACACACT

AAGGATGGAAGATGCAAACATAGGG 
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1.14. ASPA 

1.14.1.  QC Data 

 
 
1.14.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr17:3476073-3476472 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

TACATTTCTAAACCTTTCTTAAGAAAATCGAATTTCCTTTGATCTCTCTTCTGAATTGCAGAAATCAGATAAAAA

CTACTTGGTGAAATGACTTCTTGTCACATTGCTGAAGAACATATACAAAAGGTTGCTATCTTTGGAGGAACCCAT

GGGAATGAGCTAACCGGAGTATTTCTGGTTAAGCATTGGCTAGAGAATGGCGCTGAGATTCAGAGAACAGGGCTG

GAGGTAAAACCATTTATTACTAACCCCAGAGCAGTGAAGAAGTGTACCAGATATATTGACTGTGACCTGAATCGC

ATTTTTGACCTTGAAAATCTTGGGTAAGACTATGCTTTGTATTGTATATGTATGTATGTTGTGTGAAAAGTGGTA

GGTGTGTGAAAGAGAACACATATAT 
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1.15. PDE4C 

1.15.1.  QC Data 

 
 
1.15.2. ROI Genomic Sequence 

 
 
Light Gray= Regions of Interest; Green= ROI Covered with Amplicons that passed QC; CG= CG of interest 
>hg38_dna range=chr19:18232892-18233291 5'pad=100 3'pad=100 strand=+ 

repeatMasking=lower 

GCCAGGCCCCGCGCGCCCCTCCCCCGCGCTGCAGGAGGCCCCTGCCCCGGCCACCTACCGCCTGCAGGAGGAAAC

GGGCCAGGAGAGCCGCGACTTCCTGAGCTCCGGCCGCGGGCTCAGGTCCCTCTCGCGGCAGCCCGCGGACTTGTC

CGGATCCGAATAGAAGCGCTGTTGGATGCGGATGGGGCGCCGGGGTTGCCGCCACAGGTGCTTCGGGGCTCTGGT

CATGCTGTGGCGGCCGCGAGAGCGACTCAACCTGCTGCAAGCCTCTGCCCCTTCGCCGACCCCCAGGTTCTCCAT

GCGCCAGAGAAAGGGGTCTGGGATAGCAGGGAGCAGGACTCGTCCCCGTGAGCGGGCGCCGAGGAGCGTCTGCTC

CCGGGTCCGGCCCAGGGCCGGGAGT 

 

 


